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A total of 288 clones were obtained (96 clones/library) for .samples B, C and D).
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Figure 2. Unrooted neig‘hbor-joining‘. ree ITS-DNA gene of selected clones obtained from
transmission tower samples. Sequen of closest relative taxa are also shown in the figure.
Numbers on branches are bootstrap support values obt‘ned from LQOO pseudorepllcates
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al phyla: Aeebmyce.ta and Bﬁsidiomycota, Indicating a broad microbial diversity in these metallic

4 Conclusion
* Clones obtained from transmission tower samples using culture-independent methods belonged to twolna
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 Members of fungal community from transmission tower samples are ubiquitous fungi commonly. feund in other egvironments and‘some have been previously reported in microbiologically-influenced corrosion:;
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k * This study presents an emerging view of the fungal community diversity of Brazilian energy transmlssmn tower;kallowmg |n5|ghts mto the possm e roles of microorganisms in this unusual environment. /
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