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Automatic 16S rRNA tree builder
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Automatic 16S rRNA tree builder

• check latest taxonomic status of genus

• select 16S sequences for each type strain

• download 16S sequences

• create multiFASTA file

• compute multiple alignment

• compute genetic distances

• compute and render phylogenetic tree



Automatic 16S rRNA tree builder

demo

can we automate each step 
of the 16S rRNA phylogenetic
tree construction process ?
 through web services

 using publicly available data

 following best-practice guidelines
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Histri: reconstructing the exchange history of bacterial and archaeal type strains.
Systematic and Applied Microbiology.





Microbiological Common Language

Verslyppe B., Kottman R., De Vos P., De Baets B. & Dawyndt P. (2010).
MCL: a microbiological language for electronic information exchange
in the Microbial Commons. Research in Microbiology 161, 439-445.
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Accumulative learning



Accumulative learning

organisms

genomes

publications

taxonomy

Accumulative learning

publish data

adopt to standards

community annotation

the sky is the limit
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